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Introduction

Thank you for choosing a Fitgenes program to assist in maximising your health potential.

THE BASICS OF DNA

UNDERSTANDING NUTRIGENETICS AND NUTRIGENOMICS

Nutrigenetics and nutrigenomics are the disciplines focused 

on the link between diet and genes

expression.

your 

genes do not necessarily control your destiny  
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LIFE EXPECTANCY VERSUS HEALTH EXPECTANCY

even though life 

expectancy has increased, health expectancy is decreasing.

FITGENES PERSONALISED GENOME-BASED HEALTH AND 

WELLBEING

 most human health issues 

have a genetic component (Peltonen & McKusick, 2001)

 variants 

in key genes of major physiological pathways

 In 

summary, the new era of personalised health and wellbeing is 

here.

Fitgenes aims to help individuals reach their health goals and 

increase their health expectancy, maximising their potential for 

Healthy Living and Healthy Ageing, by applying nutrigenetics and 

nutrigenomics evidence.

Men: 18.6 Years
Women: 20.7 Years
(About 1/3 of this time severe disability)

 interaction of your genes with your diet and other lifestyle choices (D. J. Hunter, 

2005).

Genotype
&

Cell 
Function

CELL HEALTH

G
E

N

E EXPRESSIO
N

S

44Healthy
nutrition

55Optimise
metabolism

33Improve
circulation

22Redox
nutrition

66Remove
toxins
(detox)

11Reduce
inflammation

77Burn fat
Maximise your potential 

for healthy living:
Healthy ageing
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Your Personal Genetic Profile

Beneficial Less Beneficial Least Beneficial

One or both of the alleles in the gene 

pair contribute to the normal healthy 

functioning of the gene product.

 One of the alleles in the gene pair is 

contributing to a situation that impairs the 

healthy functioning of the gene product.

Both of the alleles in the gene pair are 

contributing to a situation that impairs the 

healthy functioning of the gene product.

 

you reach your health goals.

 NOTE 1: 

NOTE 2:

NOTE 3: 

correct risk allele.

Disclaimer and limitations: 
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Genes that affect Inflammation

SIMPLIFIED INFLAMMATION BIOCHEMICAL PATHWAY
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PRO-INFLAMMATORY CYTOKINES

ANTI-INFLAMMATORY CYTOKINES

|   VER SION HEALTH & WELLBEING

#
Gene

(variant)
Description of the encoded molecule Your Result

1 IL-1α-1
(rs1800587) Key regulators of the pro-inflammatory responses to tissue injuries, as well as the

promotion of fever and sepsis. Two forms of the IL-1 family of cytokines, IL1-α and IL-1β,
which are produced predominantly in macrophages, play critical roles in many

autoimmune diseases. IL-1 cytokines trigger IL-6, IL-8 and TNFα. Orange dot and
particularly red dot indicate increased production of the IL-1 cytokines and increased risk

of inflammation.

TC   

2 IL-1α-2
(rs17561) GT   

3 IL-1-β
(rs16944) G   

4 IL-6
(rs1800795)

Increases in response to infection, trauma or stress. Associated with many auto-immune
diseases. Body fat is a major source of IL-6. Main trigger of CRP. IL-6 can be both

pro-inflammatory and anti-inflammatory, depending on biomarkers, such as waist
circumference and body fat mass. Orange dot and particularly red dot indicate the

highest IL-6 and CRP serum levels for most clinical applications and increased risk of
inflammation, especially in Caucasian populations.

C   

5 IL-8
(rs4073)

Produced early in the inflammatory response and controls activity of white blood cells /
neutrophils. Persists for weeks once released. Triggered by IL-1α, IL-1β and TNFα. Orange

dot and particularly red dot indicate increased production of IL-8 and increased risk of
inflammation.

TA   

6 IL-18
(rs1946518)

Triggers TNFα and decreases production of anti-inflammatory IL-10. Orange dot and
particularly red dot indicate increased production of IL-18 and increased risk of

inflammation.
GT   

7 TNFα
(rs1800629)

Produced by the immune system to kill bacteria, viruses and parasites. Body fat releases
TNFα. Triggers CRP, COX-2, IL-6, IL-1α, IL-1β and IL-8. Orange dot and particularly red dot

indicate increased production of TNFα and increased risk of inflammation.
GA   

8 CRP-1
(rs2794520) Acute phase protein, which is produced in the liver and fat cells, is an important indicator

of chronic, systemic (body wide) inflammation. Although CRP is a key component of the
human acute phase response, it is also expressed at low levels in apparently healthy

individuals. CRP is triggered mainly by IL-6 and is associated with many chronic diseases.
Orange dot and particularly red dot indicate increased production of CRP and increased

risk of inflammation.

TC   

9 CRP-2
(rs2592887) GA   

10 CRP-3
(rs1205) CT   

11 COX-2-3
(rs689466)

Main enzyme that converts arachidonic acid into pro-inflammatory prostaglandins. COX-2
plays a key role in chronic inflammatory events such as pain response, infections, injuries,

burns, trauma and fever. Orange dot and particularly red dot indicates increased
production of COX-2 and increased risk of inflammation.

A   

12 COX-2-4
(rs5275) CT   

#
Gene

(variant)
Description of the encoded molecule Your Result

13 IL-10-1
(rs1800896) Immune regulating and anti-inflammatory cytokine whose main function is to terminate

the inflammatory signal in inflammatory cells such as macrophages. Therefore, the ability
to produce IL-10 may be critical to the final outcome of an inflammatory response. IL-10
inhibits the pro-inflammatory IL-1α, IL-1β, IL-6, IL-8 and TNFα cytokines. Orange dot and

particularly red dot indicate decreased production of IL-10 and increased risk of
inflammation.

GA   

14 IL-10-2
(rs1800871) TC   

15 IL-10-3
(rs1800872) CA   
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Genes that affect Cellular Defence
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SOD

Gluthathione
peroxidase

Catalase

Gluthathione & other cellular 
Antioxidants

Dietary Vitamin E, C, Carotenoids

Polyphenoids from plant foods

Minerals, Proteins

Primary Antioxidants

Intermediate Antioxidants

Secondary Antioxidants

THE ANTIOXIDANT HIERACHY

Reproduced with permission from:

DAMAGE CAUSED BY FREE RADICALS
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Neutralised Oxygen

DNA

Proteins

Lipids

Endothelial
cells

Damages

Reactive Oxygen
Free Radical
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ANTI-OXIDANT STATUS

THE MAJOR PATHWAY USED BY PRIMARY 

ANTIOXIDANTS IN QUENCHING SUPEROXIDE

Reproduced with permission from: Switched - On, Harnessing the Power of 
Nutrigenomics by Christine Houghton, Integra Publishing, 2010.

DETOXIFICATION AND CELL DEFENCE

1. Phase I:

2. Phase II:

excrete them.

STEP 1

SOD Enzyme

Hydrogen peroxide

Catalase

Oxygen + Water

Glutathione peroxidase

STEP 2
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#
Gene

(variant)
Description of the encoded molecule Your Result

16 MnSOD
(rs4880)

Begins the process of neutralizing ROS. Main enzyme to protect the mitochondria and
DNA from oxidative damage. Takes ROS and converts to hydrogen peroxide. Orange dot
and particularly red dot indicate decreased production of MnSOD and increased risk of

oxidative stress.

T   

17 GPX1
(rs1050450)

Neutralizes hydrogen peroxide by converting to water and oxygen. This enzyme requires
glutathione. Orange dot and particularly red dot indicate decreased production of GPx1

and increased risk of oxidative stress.
C   

18 CAT
(rs1001179)

Neutralizes hydrogen peroxide by converting to water and oxygen. Orange dot and
particularly red dot indicate decreased production of CAT and increased risk of oxidative

stress.
A   
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PHASE I

PHASE II
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THE 2 STAGE DETOXIFICATION PROCESS

#
Gene

(variant)
Description of the encoded molecule Your Result

19 CYP1A1
(rs1048943)

Located mainly in the gut, breast, lungs and skin. Involved in estrogen metabolism.
Orange dot and particularly red dot indicate increased enzyme activity and increased

levels of reactive toxins and ROS.
A   

20 CYP1A2
(rs762551)

Located in the liver, and accounts for 95% of caffeine metabolism. Involved in estrogen
metabolism. Red dot indicates decreased CYP1A2 enzyme activity and reduced ability to
metabolise caffeine, which can cause health issues with moderate to heavy consumption
of caffeine. Orange dot and particularly red dot indicate decreased enzyme activity and

slow caffeine clearance. Of note, even for green dot, high caffeine intake can lead to
increased levels of reactive toxins and ROS.

CA   

21 CYP1B1
(rs1056836)

Located mainly in breast, endometrium and ovaries. Involved in estrogen metabolism.
Activity of this enzyme leads to activation of pro-carcinogens. Orange dot and particularly

red dot indicate increased enzyme activity and increased levels of reactive toxins and
ROS.

C   

#
Gene

(variant)
Description of the encoded molecule Your Result

22 GCLC
(rs17883901)

First rate limiting enzyme involved in glutathione production. Orange dot and particularly
red dot indicate decreased enzyme activity and decreased capacity to produce

glutathione for detoxification.
C   

23 GCLM
(rs41303970)

Second rate limiting enzyme involved in glutathione production. Orange dot and
particularly red dot indicate decreased enzyme activity and decreased capacity to

produce glutathione for detoxification.
TC   

24 GSTP1
(rs1695)

Joins (conjugates) glutathione to toxins, estrogen metabolites and ROS, to render them
safe and able to be excreted. Orange dot and particularly red dot indicate decreased

enzyme activity and decreased capacity to clear toxins and ROS.
A   

25 NQ01
(rs1800566)

Enzyme with strong antioxidant capacity. Described as the anti-cancer enzyme. NQO1 is
capable of quenching superoxide and other radical species. Orange dot is extremely

reduced enzyme activity and red dot is no enzyme activity.
CT   

26 HO-1
(rs2071746)

Enzyme with both anti-inflammatory and anti-oxidant roles. Located mainly in the brain,
endothelial cells, gut and lungs. Orange dot and particularly red dot indicate decreased

enzyme activity and increased risk of oxidative stress and inflammation.
TA   
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Genes that affect Vitamin D Metabolism

%

% 

not 

VITAMIN D RECEPTORS
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#
Gene

(variant)
Description of the encoded molecule Your Result

27 VDR
(rs1544410)

Vitamin D receptor, protein that binds to vitamin D. Orange dot and particularly red dot
indicate decreased receptor activity and a decreased ability for vitamin D to exert its
effect on target tissues such as bone, immune, skin, nervous, endothelial, and hair

follicles.

G   

28 VDR-2
(rs731236) T   
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Genes that affect Methylation and Homocysteine Metabolism
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HOMOCYSTEINE METHYLATION MAP
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METHYLATION AND HOMOCYSTEINE METABOLISM

VITAMIN B STATUS
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#
Gene

(variant)
Description of the encoded molecule Your Result

29 MTHFR-1
(rs1801133) Converts folic acid to the active form of folate, 5-methyltetrahydrofolate. Orange dot and

particularly red dot indicate low enzyme activity and decreased levels of the active form
of folate.

TC   

30 MTHFR-2
(rs1801131) CA   

31 MTR
(rs1805087)

Donates the methyl group to homocysteine. Orange dot and particularly red dot indicate
low enzyme activity which can result in high homocysteine levels. AG   

32 MTRR
(rs1801394)

Keeps the MTR enzyme active. Orange dot and particularly red dot indicate low enzyme
activity which can result in high homocysteine levels. A   

33 PEMT
(rs7946)

Choline-metabolising enzyme that modulates the levels of homocysteine. Orange dot and
particularly red dot indicate loss of enzyme function, which can alter choline metabolism

and lead to high homocysteine levels.
TC   

34 MTHFD1
(rs2236225)

Involved in folate metabolism and choline requirements. Orange dot and particularly red
dot indicate higher choline requirements and folate deficiency-associated conditions. AG   

35 BHMT
(rs3733890)

Zn-dependent enzyme, primarily found in the kidneys and liver which uses choline to
re-methylate up to 50% homocysteine and therefore has a strong association with

circulating homocysteine concentrations. When folate dependent methionine synthesis is
impaired, BHMT plays a critical role in homocysteine homeostasis. Orange dot and

particularly red dot indicate reduced BHMT activity.

A   

36 SHMT1
(rs1979277)

Cytosolic form of serine hydroxymethyltransferase, which regulates key reactions in
folate-mediated one-carbon metabolism. Orange dot and particularly red dot indicate

reduced enzyme efficiency and homocysteine accumulation.
A   

37 COMT
(rs4680)

Clears noradrenaline, adrenaline, dopamine and catechol estrogen. This enzyme plays an
important role in mental health. Over activity and underactivity of this enzyme both have

impact on mental health.
G   

38 CBS
(rs234706)

Converts homocysteine through to cystathionine to produce hydrogen sulphide, which is
a potent vasodilator, and glutathione which is an important anti-oxidant. Green dot

particularly and orange dot indicate increased enzyme activity, which is associated with
improved health outcomes, such cardiovascular health, compared with the red dot

variation.

GA   

#
Gene

(variant)
Description of the encoded molecule Your Result

39 TCN2
(rs1801198)

Transcobalamin, carrier protein which binds vitamin B12. Orange and particularly red dot
indicate decreased cellular and plasma concentrations of transcobalamin and thereby

influence the cellular availability of vitamin B12, resulting in low vitamin B12 status and
hence higher homocysteine levels. Of note, this effect is more pronounced in vegetarians

and vegans compared with the rest of the population.

C   

40 FUT2
(rs602662)

Implicated in susceptibility to bacterial infections, as it is responsible for the synthesis of
the H antigen in body fluids and on the intestinal mucosa, indirectly affecting vitamin B12

levels. Orange dot and particularly red dot indicate lower plasma vitamin B12 levels.
A   

3.0



PAGE 13.

Genes that affect Cardiovascular Health

BLOOD PRESSURE REGULATION
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#
Gene

(variant)
Description of the encoded molecule Your Result

41 AGT
(rs699)

Angiotensinogen, part of the renin-angiotensin system, which regulates blood pressure
and balance of fluids and salts in the body. Orange dot and particularly red dot indicate
increased production of angiotensinogen, which can result in increased vasoconstriction

and high blood pressure.

CT   

42 ACE
(rs4343)

Converts angiotensinogen I to angiotensinogen II, and is also part of the
renin-angiotensin system. Orange dot and particularly red dot indicate increased

conversion which can result in increased vasoconstriction and high blood pressure. Of
note, many blood pressure medications are ACE inhibitors.

D   

43 AGTR1
(rs5186)

Angiotensin II receptor type 1, also part of the renin-angiotensin system.  Orange dot and
particularly red dot indicate increased receptor function, which can result in increased

vasoconstriction and high blood pressure.
A   

44 GNβ3
(rs5443)

Works as a modulator or transducer in various transmembrane signalling systems.
Orange dot and particularly red dot indicate increased risk of essential hypertension. CT   
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VASCULAR TONE

VASCULAR HEALTH
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#
Gene

(variant)
Description of the encoded molecule Your Result

45 eNOS3-2
(rs1799983)

Involved in nitric oxide production. Orange dot and particularly red dot indicate
decreased enzyme activity, which can result in decreased production of nitric oxide and a

decreased ability to vasodilate, leading to high blood pressure.
G   

46 NADPH-CYBA
(rs4673)

Produces ROS in the endothelial cells. Orange dot and particularly red dot indicate
increased enzyme activity which leads to increased oxidative stress and damage to the

blood vessels.
C   

47 PAI-1
(rs1799889)

Very active enzyme in your blood vessels. Orange dot and particularly red dot indicate
increased enzyme activity which can increase risk of atherosclerosis, atherothrombosis,

metabolic syndrome and abnormal blood lipids.
4G/5G   

48 ADIPOQ
(rs1501299)

Suppresses pro-inflammatory cytokines, induces anti-inflammatory cytokines and
improves response to insulin. Orange dot and particularly red dot indicate decreased

production and increased risk of diabetes and atherosclerosis.
C   
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Genes that affect Fat Metabolism & Cholesterol Regulation

 

 
*i.e. Preference for fatty foods, carbohydrates, and energy dense foods. 

FAT METABOLISM
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#
Gene

(variant)
Description of the encoded molecule Your Result

49 FABP2
(rs1799883)

Fatty-acid binding protein that strongly influences fat absorption. Orange dot and
particularly the red dot indicate increased activity and increased fat absorption, resulting

in increased risk of obesity, difficulty losing weight, increased leptin and decreased
glucose tolerance.

GA   

50 PPARγ
(rs1801282)

Regulates fat metabolism, energy storage, insulin sensitivity and glucose control. Orange
dot and particularly the red dot indicate decreased binding of this protein to target

genes, leading to weight gain, difficulty losing weight, and poor tolerance to dietary fats.
C   

51 PPARγC1A
(rs8192678)

Has a critical role in the maintenance of glucose, lipid, and energy homeostasis. Co
activator of antioxidant genes and is a master regulator of mitochondrial function and

mitochondrial gene expression. Orange dot and particularly the red dot indicate
decreased activity of this protein. This can lead to increased risk of obesity, diabetes,

neurodegeneration and cardiomyopathy.

G   

52 MC4R
(rs12970134)

Membrane-bound receptor for melanocortin 4, key regulator of body weight. Orange dot
and particularly red dot indicate decreased appetite and increased daily caloric intake,

and therefore higher risk of obesity.
AG   

53 FTO
(rs9939609)

Fat mass and obesity-associated gene, known as the "fat gene". Orange dot and
particularly red dot indicate higher risk of obesity, owing to increased desire to eat and

diminished satiety after meals.
TA   

54 LEPR-1
(rs1137101) Receptor for leptin, which regulates hunger and satiety, among other complex processes.

Orange dot and particularly red dot indicate higher leptin levels, leading to leptin
resistance and decreased level of fullness.

GA   

55 LEPR-2
(rs1137100) AG   

56 FADS1
(rs174537)

Involved in generating long chain polyunsaturated fatty acids from shorter fatty acids.
Orange dot and particularly red dot indicate decreased gene function, and therefore

higher amounts of "bad fat".
TG   

3.0
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ENERGY METABOLISM AND THERMOGENESIS

% %

CHOLESTEROL REGULATION
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#
Gene

(variant)
Description of the encoded molecule Your Result

57 ADRβ2
(rs1042714)

Beta-2 adrenergic receptor. It is involved in energy balance regulation through the
stimulation of both thermogenesis (heat production) and fat mobilisation in fat tissue and

in breakdown of fats. Orange dot and particularly red dot indicate decreased receptor
function and decreased ability to burn body fat.

C   

58 ADRβ3
(rs4994)

Beta-3 adrenergic receptor. It is involved in energy balance regulation by controlling
thermogenesis, and fat breakdown and mobilisation in adipose tissue. Orange dot and
particularly red dot indicate decreased receptor function and decreased ability to burn

body fat.

T   

59 UCP1
(rs1800592)

Uncoupling proteins, which belong to the family of mitochondrial transporter proteins,
generating heat rather than energy from the breakdown of fats and leading towards fat

loss. Orange dot and particularly red dot indicate decreased activity and decreased ability
to burn body fat for heat. Of note, resistance (weights) exercise is the best exercise for fat

burning in people who have orange or red dots.

GA   

60 UCP3-2
(rs1800849) G   

#
Gene

(variant)
Description of the encoded molecule Your Result

61 CETP
(rs708272)

Cholesteryl ester transfer protein, manufactured in the liver. It is predominantly bound to
HDL in blood and can decrease plasma HDL. Orange dot and particularly red dot indicate
increased enzyme activity and increased risk of having low high-density lipoprotein HDL

(good) cholesterol.

T   

62 LIPC
(rs1800588)

Enzyme expressed in the liver and adrenal glands that breaks down lipids. It assists in
transporting high-density lipoproteins which carry cholesterol and triglycerides. Orange

dot and particularly red dot indicate increased enzyme activity and increased risk of
having low HDL cholesterol.

C   

63 PON-1
(rs662)

Antioxidant protein produced in the liver that protects against LDL oxidation from free
radicals by metabolising lipid peroxides and protecting against their accumulation of LDL.

Oxidized LDL is a major cardiovascular risk factor. Orange dot and particularly red dot
indicate decreased enzyme activity and increased risk of having oxidized low-density

lipoprotein (LDL).

AG   

64 PPARδ
(rs2016520)

Plays important roles in lipid absorption and intestinal physiology, and it is also involved
in cholesterol metabolism. Orange dot and particularly red dot indicate increased risk of
having lowered plasma HDL cholesterol and elevated LDL cholesterol levels, especially on

a high-fat diet.

TC   
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Your Personal Genetic Profile Summary

GENETIC PROFILE ID:

ALL GENE-SPECIFIC REFERENCES CAN BE FOUND IN PRACWARE

Beneficial Less Beneficial Least Beneficial

One or both of the alleles in the gene 

pair contribute to the normal healthy 

functioning of the gene product.

 One of the alleles in the gene pair is 

contributing to a situation that impairs the 

healthy functioning of the gene product.

Both of the alleles in the gene pair are 

contributing to a situation that impairs the 

healthy functioning of the gene product.
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3000041

# Gene Reported
Variant rsID Your Result

INFLAMMATION - Pro-inflammatory Cytokines

1 IL-1α-1 -889C>T rs1800587 TC   

2 IL-1α-2 +4845G>T rs17561 GT   

3 IL-1-β -511G>A rs16944 G   

4 IL-6 -174 G>C rs1800795 C   

5 IL-8 -251T>A rs4073 TA   

6 IL-18 -607C>A (G>T) rs1946518 GT   

7 TNFα -308 G>A rs1800629 GA   

8 CRP-1 +0169171C>T rs2794520 TC   

9 CRP-2 +0143294C>T
(G>A) rs2592887 GA   

10 CRP-3 3872C>T rs1205 CT   

11 COX-2-3 -1195A>G rs689466 A   

12 COX-2-4 +8473T>C rs5275 CT   

INFLAMMATION - Anti-inflammatory Cytokines

13 IL-10-1 -1082G>A rs1800896 GA   

14 IL-10-2 -819C>T rs1800871 TC   

15 IL-10-3 -592C>A rs1800872 CA   

CELLULAR DEFENCE - Anti-oxidant Status

16 MnSOD Val16Ala rs4880 T   

17 GPX1 Pro198Leu rs1050450 C   

18 CAT +262T>C (A>G) rs1001179 A   

CELLULAR DEFENCE - Detoxification and Cell Defence - Phase I

19 CYP1A1 + 4889A>G,
(Ile462Val) rs1048943 A   

20 CYP1A2 -164A>C rs762551 CA   

21 CYP1B1 +4326C>G,
(Leu432Val) rs1056836 C   

# Gene Reported
Variant rsID Your Result

CELLULAR DEFENCE - Detoxification and Cell Defence - Phase II

22 GCLC -129C>T rs17883901 C   

23 GCLM -588C>T rs41303970 TC   

24 GSTP1 +313A>G,
(Ile105V) rs1695 A   

25 NQ01 +609 C>T rs1800566 CT   

26 HO-1 +413A>T rs2071746 TA   

VITAMIN D METABOLISM - Vitamin D Receptors

27 VDR Bsml RFLP rs1544410 G   

28 VDR-2 Taq1  C>T rs731236 T   

METHYLATION AND HOMOCYSTEINE METABOLISM - Methylation and
Homocysteine Metabolism

29 MTHFR-1 +677 C>T rs1801133 TC   

30 MTHFR-2 +1298A>C rs1801131 CA   

31 MTR -2756A>G rs1805087 AG   

32 MTRR -66A>G rs1801394 A   

33 PEMT +5465G>A rs7946 TC   

34 MTHFD1 +1958G>A rs2236225 AG   

35 BHMT +742G>A,
(Arg239Gln) rs3733890 A   

36 SHMT1 +1420C>T rs1979277 A   

37 COMT Val158Met rs4680 G   

38 CBS +699C>T (G>A) rs234706 GA   

METHYLATION AND HOMOCYSTEINE METABOLISM - Vitamin B12
Status

39 TCN2 +776 C>G
(Pro259Arg) rs1801198 C   

40 FUT2 A>G(T>C),
(Ser258Gly) rs602662 A   

# Gene Reported
Variant rsID Your Result

CARDIOVASCULAR HEALTH - Blood Pressure Regulation

41 AGT M235T rs699 CT   

42 ACE Ins. / Del. rs4343 D   

43 AGTR1 +1166A>C rs5186 A   

44 GNβ3 C825T rs5443 CT   

CARDIOVASCULAR HEALTH - Vascular Tone

45 eNOS3-2 +894G>T rs1799983 G   

46 NADPH-CYBA +242C>T rs4673 C   

47 PAI-1 4G/5G rs1799889 4G/5
G   

48 ADIPOQ +276 G>T
(C>A) rs1501299 C   

FAT METABOLISM & CHOLESTEROL REGULATION - Fat Metabolism

49 FABP2 Ala54Thr rs1799883 GA   

50 PPARγ Pro12Ala rs1801282 C   

51 PPARγC1A Gly482Ser rs8192678 G   

52 MC4R G>A rs12970134 AG   

53 FTO A>C (T>A) rs9939609 TA   

54 LEPR-1 Gln223Arg rs1137101 GA   

55 LEPR-2 Lys109Arg rs1137100 AG   

56 FADS1 Intron G/T rs174537 TG   

FAT METABOLISM & CHOLESTEROL REGULATION - Energy Metabolism
and Thermogenesis

57 ADRβ2 (Gln27Glu) rs1042714 C   

58 ADRβ3 (Trp64Arg) rs4994 T   

59 UCP1 -3826A>G rs1800592 GA   

60 UCP3-2 -55C>T rs1800849 G   

FAT METABOLISM & CHOLESTEROL REGULATION - Cholesterol
Regulation

61 CETP +279G>A (C>T) rs708272 T   

62 LIPC -514C>T rs1800588 C   

63 PON-1  (Q192R) rs662 AG   

64 PPARδ +294T > C rs2016520 TC   
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Your DNA journey
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